Sample information on the datasets used in the integrated analysis. Total 176 subjects including 91 psoriasis patients and 85 healthy controls for the gene expression profiles from two different resources were recruited for this study. The selection features in this study. Columns "SVM-RFE", "ROC", and "Boruta" list the 80, 80, and 80 features selected by the feature selection algorithms SVM-RFE, ROC, and Boruta, respectively. Column "Overlap" lists the 21 features in the intersection of the three feature lists. Columns "Gene" and "Annotation" are the official gene symbols and functional annotations for the 21 features in the column "Overlap". 
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